ABSTRACT: The effect of weight loss from long-term, mild-calorie diets (MCD) on plasma metabolites is unknown. This study was to examine whether MCD-induced weight reduction caused changes in the extended plasma metabolites. Overweight and obese subjects aged 4059 years consumed a MCD (approximately 100 kcal/day deficit, n=47) or a weight-maintenance diet (control, n=47) in a randomized, controlled design with a three-year clinical intervention period and plasma samples were analyzed by using UPLC-LTQ-Orbitrap mass spectrometry. The three-year MCD intervention resulted in weight loss (-8.87%) and significant decreases in HOMA-IR and TG. The three-year follow-up of the MCD group showed reductions in the following 13 metabolites: L-leucine; L-phenylalanine; 9 lysoPCs; PC (18:0/20:4); and SM (d18:0/16:1). The three-year MCD group follow-up identified increases in palmitic amide, oleamide, and PC (18:2/18:2). Considering the age-related alterations in the identified metabolites, the MCD group showed a greater decrease in L-leucine, L-phenylalanine, and SM (d18:0/16:1) compared with those of the control group. Overall, the change (△) in BMI positively correlated with the △TG, △HOMA-IR, △L-leucine, and △SM (d18:0/16:1). The △HOMA-IR positively correlated with △TG, △L-leucine, △L-phenylalanine, and △SM (d18:0/16:1). The weight loss resulting from three-year mildcaloric restriction lessens the age-related increase in SM and reduces L-leucine and L-phenylalanine in overweight and obese subjects. These changes were coupled with improved insulin resistance (ClinicalTrials.gov: NCT02081898).
subjects with a BMI of less than 18.5 or 28.0 or more. Using participants with a BMI of 24.0-24.9 as the reference group, the relative risks of mortality increase in a BMI of lower and upper than reference criteria [4] which is consistent with previous studies. These findings support the use of a single common recommendation for defining overweight and obesity in all racial and ethnic groups.
There has been growing evidence that obesityrelated conditions are characterized by a broad perturbation of the metabolic physiology involving considerable changes in the metabolism of amino acids, fatty acids [5] [6] [7] [8] , and glucose [9] . This new evidence motivates the application of methods such as metabolomics, which is designed to monitor a broad range of molecular species, to study the beneficial effects of potentially health-promoting diets [8, 10] . Branched-chain amino acids (BCAAs) are noteworthy in the context of experimental and clinical data. It has been suggested that these amino acids may be both the markers and effectors of insulin resistance (IR) [6, 11, 12] and can predict future diabetes [13, 14] . BCAAs have recently been linked to the risks of developing hyperglycemia and diabetes in older populations [13, 15, 16] ; Würtz et al. [14] suggested that these amino acids mediate the risk for future diabetes because they are markers for the development of IR. However, the ways in which these amino acids mediate the risk of developing IR and diabetes remain incompletely understood. Recently, Gu et al. [5] assessed the effects of diet in obese subjects and found that the BCAA level did not change significantly after 4 or 8 weeks of very low-calorie diets (VLCD; < 800 kcal intake/day). This finding indicates that plasma BCAA concentrations are likely unaffected by VLCD. By contrast, an energyrestricted diet (-15% of daily energy requirements) in overweight and obese older adults over an 8-week period produced significant weight reduction (7%), an improvement in glucose and lipid profiles, and a decrease in isoleucine [17] .
The effect of weight loss when mediated by a longterm mild-calorie diet (MCD) on plasma metabolites is unknown. Knowledge of the biochemical effects of long-term MCD-induced weight loss on circulating metabolites may be valuable for identifying specific metabolites that directly or indirectly affect insulin sensitivity. We expected to investigate what metabolic changes occurred during weight loss when it was induced by long-term MCD in overweight and obese subjects, and we considered that the observed changes could be possible biomarkers for predicting the future risk of a disease arising under overweight and obese conditions, facilitating the design of early interventions to prevent disease progression. In our previous study, we suggested that changes in certain metabolites precede IR during periods of elevated alanine aminotransferase [18] , providing novel insights into the metabolic alterations that occur during the early metabolic stages of disease. Likewise, we hypothesize that long-term MCD-induced weight loss affects the plasma metabolic profile, and that the observed profile changes may provide new clues about the beneficial effects of weight loss induced by following a 100 kcal/day deficit for three years. Therefore, the objective of this study was to examine whether the reduction induced by MCD (an approximately 100 kcal/day deficit) changed the extended plasma metabolite profile in middle aged overweight and obese subjects during a three-year intervention study.
MATERIALS AND METHODS

Study populations
120 overweight and obese subjects [25 ≤ body mass index (BMI) ≤ 34 kg/m 2 ] aged 40-59 years were recruited at a health-promotion center in Ilsan Hospital, Korea, from June to August 2010. Exclusion criteria were subjects who had cardiovascular disease, renal disease, thyroid disease, inflammatory disease, cancer; women who were pregnant; taking blood pressure (BP), lipid, glucose-lowering medications or supplements at the baseline and during the three-year follow-up. The subjects who participated in weight-reduction programs within the last three years were also excluded. The written informed consent was obtained before study participation and the protocol was approved by the institutional review board of Yonsei University and Ilsan Hospital according to the Helsinki Declaration.
Study protocol and energy intake management
The participated subjects were allocated into two groups according to independently performed computer randomization. The duration of the study was three years and the program goal for the MCD group was to achieve an approximately 5% of weight loss from their initial body weight. Over the study period, each participant's MCD was mildly caloric-restricted with an approximately 100 kcal/day deficit. Participants were recommended to take out 1/3 of a bowl of rice from one meal a day for an easier application of 100 kcal deficits, given that the calories in a bowl of rice is 300 kcal, according to the food-composition tables from the Rural Development Administration (8 th Ed., 2011) of Korea. The usual dietary intake was recommended to the control group. The trained dietitian supported dietetic education to participants every month for the first 6 months, every 3 months for the next 15 months, and every 5 months for the subsequent 15 months. Participants were offered phone support with a dietitian and they received general information regarding diet and lifestyle self-management during the study period.
All participants were asked to maintain their ordinary dietary intake for seven days before their visits and were required to submit a food journal at the baseline visit (before group allocation) and after group allocation, they submit a food journal at every 3 months. The food journal covered 3-day dietary record which is consisted of 2 weekdays and 1 weekend day. The participants were told to drink no more than one alcoholic beverage (15 g alcohol) per day. Amount of food was measured by using standard measuring cups, spoons, and weights in grams; the input accuracy of the food journal was confirmed by semi-quantitative food-frequency questionnaires. Nutrient intake was determined and calculated as a mean value from a 3-day dietary record by using the ComputerAided Nutritional Analysis Program (CAN-pro 3.0, Korean Nutrition Society, Seoul, Korea). Good compliance with dietary interventions was defined as a reduction in the mean food intake value for 3 days of at least 100 kcal at each time point from the baseline. Physical activity was assessed from activity patterns with a mean value from a 3-day record (2 weekdays and 1 weekend day) [19] and total energy expenditure (TEE) was calculated by the Harris-Benedict equation [20] .
Anthropometry and blood collection
To calculate BMI (kg/m 2 ), body weight and height were measured in the morning with participants unclothed and without shoes. Waist circumference was measured at the umbilical level at the end of normal expiration while standing. BP was measured in both arms by an automatic BP monitor (TM-2654, A&D, Tokyo, Japan) after a 20-min rest. Venous blood specimens were collected in EDTA-treated and plain tubes after a 12-h fast. Serum and plasma were withdrawn after centrifugation for 30 min at 1,230 g and 4℃, and aliquots were then stored at -70℃ until analysis.
Biochemical parameters
The lipid profile including total-cholesterol, triglyceride (TG), and free fatty acid (FFA) were measured using a Hitachi 7600 autoanalyzer (Hitachi Ltd., Tokyo, Japan). For separating HDL-cholesterol by dextran-sulfate magnesium precipitation the enzymatic method was used. The LDL-cholesterol concentration was calculated by the Friedewald equation. Lipoprotein-associated phospholipase A2 (Lp-PLA2) activity was measured with a high-throughput radiometric activity assay [21] . The fasting glucose level was analyzed by hexokinase method with a Hitachi 7600 autoanalyzer. Insulin level was measured with immunoradiometric assay, using commercial kit provided by Immuno Nucleo Corporation (Stillwater, MN, USA) and IR was calculated by homeostasis-model assessment (HOMA).
Global (non-targeted) metabolic profiling
The method for sample preparation, analysis, using an ultra-performance liquid chromatography (UPLC) and linear-trap quadrupole (LTQ) Orbitrap XL mass spectrometry (MS), data processing, and identification of plasma metabolites were demonstrated in previous study [19] .
Statistical analysis
Statistical analyses were performed with SPSS v. 21.0 (IBM/SPSS, Chicago, IL, USA) and a two-sided P-value of < 0.05 was considered statistically significant. Differences in variables between the two groups at the baseline and the three-year follow-up were tested with a Student's independent t-test. Applying the general linear model is accomplished by adjust for baseline values to compare changes in variables between the two groups. Paired t-test was used for evaluating differences between two time-points in each group. Pearson's and partial correlation coefficients were used to examine the relations between variables over time. Multiple regression analysis was performed to identify major plasma metabolites that were correlated with weight changes. False discovery rate adjusted q-values were computed using the fdrtool package in R version 3.1.2. Heat map was created to visualize and evaluate relations among metabolites and other variables in study populations. SIMCA-P+ software version 12.0 (Umetrics, Umeå, Sweden) was used for performing a multivariate analysis on plasma metabolites [19] . To classify the discrimination between the two groups, a partial least-squares discriminant analysis (PLS-DA) was applied for visualizing the score plot with the first-and second-PLS components.
RESULTS
At the endpoint of dietary intervention, 26 participants were removed from the study. This group included 7 who declined further participation, 11 who showed poor compliance, 5 who were diagnosed with a disease, and 3 who were removed from the study for personal reasons.
Clinical characteristics and energy intake
There were no significant differences between the control group and the MCD group in the following baseline characteristics: gender (25 2 ), waist circumference, BP, total, LDL-, and HDL-cholesterol, FFA, glucose, insulin, HOMA-IR index, and Lp-PLA2 activity ( Table 1 ). The change in body weight in the MCD group was -8.87% (-6.77±0.37 kg) (P<0.001; three-year follow-up compared with the baseline), whereas the change in the control group was 0.20% (0.14±0.15 kg). At the three-year follow-up, the control group had increased waist circumferences, whereas the MCD group had increased HDL-cholesterol and decreases in BMI, TG, insulin, and HOMA-IR index compared with that of baseline levels ( Table 1 ). The changes in BMI, waist circumference, TG, insulin, and HOMA-IR index observed in the MCD group were significantly different from those in the control group after adjusting for baseline levels. The estimated total caloric intakes at the baseline were 2,347±59 kcal/d and 2,391±58 kcal/d in the control and MCD groups (P=0.593), respectively. At the three-year follow-up, the estimated total caloric intakes were 2,338±56 kcal/d and 2,194±57 kcal/d for the control and MCD groups (P=0.045), respectively. The MCD group had a greater reduction in estimated total caloric intake compared with that of the control group (-181±29 compared with -37±31 kcal/d; P=0.001). There were no statistically significant differences in the percentage of total caloric intake from macronutrients, especially the polyunsaturated/monounsaturated/saturated (P/M/S) fat intake ratio between the baseline (control, 1/1.11/0.77; MCD, and 1/1.12/0.75) and three-year follow-up (control, 1/1.10/0.76; MCD, and 1/1.11/0.73). There were no statistical differences in the TEE and percentage of participants who smoke and/or drink alcohol between the baseline and three-year follow-up (data not shown). 
Non-targeted metabolic pattern analysis
The MS data for plasma metabolites obtained at the baseline and three-year follow-up were analyzed with PLS-DA score plots. A PLS-DA was conducted for the following combinations of groups: (1) the control group and the MCD group at baseline (Fig 1A) , and (2) the control group and the MCD group at the three-year follow-up (Fig. 1B) . There was no difference between the two groups at the baseline in their metabolic profiles, and the PLS-DA score plots showed neither a clear separation (Fig. 1A) . However, the twocomponent PLS-DA score plots of control and MCD at three-year follow-up showed distinct clustering and clear (Fig. 1B) . The separation between data for the three-year follow-up with and without MCD strongly indicated that the metabolomic pattern is altered by dietary intervention. The PLS-DA model was validated by a permutation test in both combinations of groups [ (1 To identify the metabolites that differentially determined the data at the baseline and three-year follow-up, S-plots of p(1) and p(corr) (1) were generated by using centroid scaling (Fig.  1C and D) . The S-plots revealed that the metabolites with higher or lower p(corr) values served as the more relevant ions for discriminating between the two groups. 
Identification of plasma metabolites
Among the 699 plasma metabolites, the metabolites that played influential roles in the separation between the groups were selected according to the parameter 'Variable Important in the Projection' (VIP), with VIP values over 1.0 indicating a high relevance for the difference between the two groups. 73 metabolites were selected based on VIP values over 1.0; of these, 19 were identified (54 were unidentified). The results of 19 identified plasma metabolites are shown in Table 2 (16 metabolites) and Fig.  2 (3 metabolites) . There were no significant differences in the baseline metabolites between control and MCD groups. The three-year follow-up of the control group identified the following metabolite changes: 10 metabolites significantly decreased, including lysophosphatidylcholines (lysoPCs) (C16:1, C16:0, C17:0, C18:2, C18:1, C18:0, C20:4, C20:3, and C22:6) and phosphatidylcholine (PC) (18:0/20:4) ( Table 2) ; and 2 metabolites significantly increased, including sphingomyelin (SM) (d18:0/16:1) (Fig. 2) and PC (18:2/18:2) ( Table 2 ). The three-year follow-up of the MCD group identified the following metabolite changes: 13 metabolites significantly decreased, including Lleucine, L-phenylalanine (Fig. 2) , lysoPCs (C16:1, C16:0, C17:0, C18:2, C18:1, C18:0, C20:4, C20:3, and C22:6), PC (18:0/20:4) ( Table 2) , and SM (d18:0/16:1) (Fig. 2) ; and 3 metabolites significantly increased, including palmitic amide, oleamide, and PC (18:2/18:2) ( Table 2) . Then we compared metabolite changes (differences from (Fig. 2) . At the three-year follow-up, the MCD group showed lower peak intensities of L-leucine and SM (d18:0/16:1) (Fig. 2 ) and higher peak intensities of palmitic amide and oleamide (Table 2) , compared with the control group. There was no remarkable gender effect on the metabolites in both male and female participants. 
Correlation between changes in the BMI, biochemical parameters, and major plasma metabolites
In all subjects (n=94), the change (△) in BMI was positively correlated with a △waist circumference (r=0. 265 
003).
The △BMI and △weight were strongly and positively correlated with the △L-leucine, △SM (d18:0/16:1), and △L-phenylalanine in all subjects (Fig. 3 & Suppl. Fig. 1 ). 
Correlation between changes in the HOMA-IR, biochemical parameters, and major plasma metabolites
In all subjects (n=94), the △HOMA-IR was positively correlated with the △BMI (r=0.396, P<0.001), △TG (r=0.400, P<0.001), △fasting glucose (r=0.377, P<0.001), △L-leucine (r=0.460, P<0.001), △L-phenylalanine (r=0.305, P=0.003), and △SM (d18:0/16:1) (r=0.247, P=0.017). Based on these results, we performed a multiple regression analysis to determine the independent predictors of the △HOMA-IR. The age, gender, △BMI, baseline HOMA-IR, △TG, △insulin, △glucose, △L-leucine, △L-phenylalanine, and △SM (d18:0/16:1) were tested. Changes in L-leucine (standardized β=0.241, P=0.033) emerged as an independent predictor of △HOMA-IR, as did baseline HOMA-IR (standardized β=-0.292, P=0.002) and △glucose (standardized β=0.256, P=0.005). The △HOMA-IR, △insulin, and △TG were strongly and positively correlated with △L-leucine in all subjects (Fig. 3 & Suppl. 1) .
DISCUSSION
For the middle-aged overweight and obese participants of this study, a three-year intervention involving an MCD (an approximately 100 kcal/day deficit) resulted in a weight reduction of approximately 8.87%. Considering the age-related alterations of metabolites that were identified in this study, we identified 3 metabolites that showed statistically significant differences between the control and MCD groups, including L-leucine, L-phenylalanine, and SM (d18:0/16:1). The MCD group had greater decreases in L-leucine (q=0.008), L-phenylalanine (q=0.041), and SM (d18:0/16:1) (q=0.008), and the control group showed increases only in SM. At the threeyear follow-up, 26 participants were no more overweight according to their BMIs. However, there was no significant difference in the final metabolite profile between lean and still overweight participants at the threeyear follow-up in the MCD group (L-leucine, q=0.804; Lphenylalanine, q=0.434; and SM (d18:0/16:1), q=0.132; which decreased in both participants). This result is different from those of other studies suggested that the amino acids in obese increase in comparison with lean subjects. However, they were obese, not overweight, with a BMI of 36-37 kg/m 2 on average [5, 6] . However, in this study, even some participants remained overweight at the three-year follow-up in the MCD group, and they were not extremely obesity as in previous studies. For that reason, there was no significant difference in the final metabolite profile between lean and overweight participants at the three-year follow-up in the MCD group.
The decreased level of SM (d18:0/16:1) in the MCD group is similar to that of a recent weight-loss study of an 8-week LCD in overweight and moderately obese women [22] . In terms of plasma lipoproteins, SM is the secondmost abundant polar lipid after PC [22] . The proportion of plasma SM increases with age, and it is elevated in an obese model [23] [24] [25] [26] . Thus, the increased SM level observed in the control group of this study could be related to aging. These results could suggest a preventive role for long-term mild caloric restriction on age-related increases in specific metabolites, particularly SM.
The current data indicate a positive correlation between changes in the HOMA-IR and changes in plasma L-leucine and L-phenylalanine. These results confirm a previous report showing that decreases in branched-chain and aromatic amino acids are significantly associated with decreased HOMA-IR and weight loss in overweight or obese subjects [27] . Studies of BCAA supplementation in both humans [28] and animals [29] demonstrate that circulating amino acids may directly promote IR through obstruction of insulin signaling in skeletal muscle. Append to IR, impaired insulin secretion has a critical role in the development of diabetes, in hoc, it is noticeable that BCAAs are modulators of insulin secretion [6, 29, 30] . Thus, another possible mechanism by which hyperaminoacidemia could promote diabetes is via hyperinsulinemia leading to pancreatic beta cell exhaustion. The research by Wang et al. [13] supported the concept that hyperaminoacidemia, particularly the BCAAs and phenylalanine, could be a very early manifestation of IR. Additionally, weight loss results in a fall in insulin level and a concomitant reduction in the BCAAs and phenylalanine [31] . Changes in the HOMA-IR also positively correlate with changes in the SM (d18:0/16:1). Hanamatsu et al. [32] demonstrate that the high levels of serum SM species with distinct saturated acyl chains including C18:0 closely correlate with the HOMA-IR and BMI. These results suggest that BCAAs, aromatic amino acids, and SM, as observed in our study as L-leucine, L-phenylalanine, and SM (d18:0/16:1), are associated with the development of IR. Therefore, decreased levels of these 3 metabolites after dietary intervention in our study may explain the preventive effects of long-term mild caloric restriction on IR. Cazzola et al. [22] investigated the effects of LCD on erythrocyte membrane properties, and they suggested that the decreased SM in the erythrocyte membrane composition of the LCD-induced weight loss group could reflect a virtuous cycle resulting from the reduction in IR associated with increased membrane fluidity that, in turn, results in a sequence of metabolic events that concur to further improve membrane fluidity.
With contributions of amino acids and SM (d18:0/16:1) to development of IR, it is well known that IR significantly affects lipoprotein metabolism and is associated with an increase in TG levels, decreased HDL levels, and an increase in the number of small dense LDL particles [33, 34] . Eckel et al. [35] suggested that a major contributor to the development of IR is an excessive circulating fatty acids. However, the situation is not only FFA elevation but TG concentrations are also increased [36] . The result of present study was consistent with previous research which shows strongly positive correlation between changes in IR and TG. In addition, after three-year follow-up, TG, HDL-cholesterol, insulin, and HOMA-IR were decreased in MCD group, whereas FFA did not show any changes after dietary intervention. Therefore, the current data indicate that the improvement of HOMA-IR during intervention is resulting from a decreased TG and increased HDL-cholesterol rather than changes in FFA.
This study indicates that changes in the SM (d18:0/16:1) are an independent, positive predictor of BMI changes, as are changes in waist circumference, TG, and L-leucine. A positive correlation between changes in the TG and SM (d18:0/16:1) is consistent with the previous report [37] . The negative correlation between changes in the FFA and SM could suggest an inhibitory effect of the SM on the lipoprotein lipase activity [23] . Therefore, this result may indicate the beneficial effects of a long-term diet-induced weight reduction on phospholipid metabolism, because a higher SM level is a marker of abnormal sphingolipid metabolism and a possible risk factor in atherosclerosis [26, 37] . However, Mamtani et al. [38] found the inverse correlation of two SM species (31:1 and 41:1) with waist circumference. Schwab et al. [39] also detected a modestly but not significantly elevated SM in the weight-reduction group after a 33-week dietary intervention in overweight-obese individuals. These contradictory results may be explained in part by differences in experimental approaches and/or study populations (16 participants compared with 94 participants), age range (4070 years compared with 4059 years), intervention period (33 weeks compared with 3 years), and weight-loss amount (-7.8% compared with -8.87%).
Hojjati et al. [40] found that a decreased plasma SM level and an increased PC level have major roles in the prevention of atherosclerosis. Schwab et al. [39] reported a decrease in the PC (18:0/20:4) and no change in the lysoPC (16:0) after 33 weeks of dietary intervention. However, the current study identified an age-related increase in the PC (18:2/18:2), combined with decreases in the PC (18:0/20:4) and all 9 lysoPCs (C16:1, C16:0, C17:0, C18:2, C18:1, C18:0, C20:4, C20:3, and C22:6) in both the control and MCD groups. This result is consistent with the results of a previous animal study, in which decreases in lysoPCs were observed with advancing age [41) . LysoPCs, which represent 520% of the total plasma phospholipids, are usually generated from the PC present in lipoproteins by PLA2 or by LCAT [42] . Lp-PLA2, which is primarily bound to LDL-cholesterol, catalyzes the hydrolysis of the ester bond at the sn-2 position and produces bioactive oxidized FFAs and lysoPCs [43, 44] . No age-related changes in the Lp-PLA2 activity and LDLcholesterol were observed; therefore, the age-related decreases in all the lysoPCs of both groups were not related to Lp-PLA2 but to a decrease in PLA2-induced hydrolysis or LCAT activity. Recently, age-related decreases in lysoPC (16:1 and 18:4) levels were restored by a 40% caloric restriction in aged mice [41] . In current study, the MCD group showed less reduction in lysoPC (16:1, 16:0, 22:6) levels compared with those of the controls, but these differences were not statistically significant.
Current study has several limitations. First, we specifically focused on a representative group of South Koreans aged 40-59 years. Therefore, our data must be further explored to be generalized to other ethnic groups or counties/populations. Second, a dietary intake was based on self-reports obtained from weighed food. However, measurement errors from self-reported dietary intake and lifestyle variables have been shown to be relatively small [45, 46] . Third, although a large number of metabolites were detected by UPLC-LTQ-Orbitrap MS in this study, most of them are currently unidentified. Large databases of endogenous biomolecules have not been constructed yet for use with LC-MS-based techniques for metabolomics research [47] . Fourth, the relatively small sample size used in this study may not be sufficiently large to detect all long-term MCD-associated metabolic changes. Despite these limitations, our approach of using UPLC-LTQ-Orbitrap MS-based metabolomics and multivariate data analysis revealed a greater reduction in L-leucine, L-phenylalanine, and SM (d18:0/16:1) in the MCD group during three-year mild caloric restriction compared with that of the control group. Our data indicate a protective role of long-term mild caloric restriction against age-related increases in specific metabolites, particularly SM. The reduction in L-leucine and L-phenylalanine can provide valuable clues about the mechanism underlying decreased IR following dietinduced weight reduction, even classical lipoprotein measures are not significantly altered.
We examined the effect of weight loss from a longterm MCD on plasma metabolites, and we identified 3 metabolites that showed significant differences between the control and MCD groups. The MCD group showed greater decreases in L-leucine, L-phenylalanine, and SM than those of the control group. In considering that the proportion of plasma SM increases with age, these results could suggest a preventive role for long-term mild caloric restriction in overweight and obese subjects for agerelated increases in specific metabolites, particularly SM. There were positive correlations between the changes in HOMA-IR and the changes in plasma L-leucine, Lphenylalanine, and SM. These results suggest that the reduction of L-leucine and L-phenylalanine, which are indicated as decreased levels of 3 metabolites, may explain the remedial effects of long-term mild caloric restriction on IR. A positive correlation between the changes in TG and SM may indicate the beneficial effects of MCD-induced weight reduction on phospholipid metabolism because a higher SM level is a marker of abnormal sphingolipid metabolism and a possible risk factor in atherosclerosis.
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